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Abstract:

DNA barcoding is a modern molecular technique that can be used to identify species accurate-

ly. It has been widely used in species identification, phylogenetic research and biodiversity conservation.

Marine shellfish is the most abundant groups of mollusks. It is essential to conduct a rapid and accurate

identification of marine shellfish. As a rapid and efficient species identification technique, DNA barco-

ding plays a key role in the conservation and utilization of marine shellfish germplasm resources. In this

article, we introduced the generation, principle, workflow, advantages of DNA barcoding and reviewed

its application in marine shellfish germplasm conservation and future prospects.
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